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• Protein markers and ctDNA evaluated to increase sensitivity 
and specificity
• Ovary, liver, stomach, pancreas, esophagus, colorectum, 

lung, or breast 
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Conclusions

• Early detection assays are utilizing methylation, proteomics, and 
fragmentomics to help discern cancer vs non-cancer DNA

• Further studies are needed to align on LD-CT scan screening 
techniques 

• Further work is moving into minimal residual disease post surgery and 
monitoring after initial tumor cytoreduction


